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E-value: 3.4e-880

Site Count: 26
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Name Start p-value Sites
11. BjNCED11 235 4.71e-60 GVGVANAGLV YFNNRLLAMSEDDL YQLKITQTCDLETVCRYDFDCQLKSTMIA KLD NTKELHALSY
19. BjNCED19 234 6.13e-60 GVGVANAGLV YFNNRLLAMSEDDL YQLKITQTCDLQTVCRYDFDCQLKSSMIA  KLD |VTKELHALSY
26. BjNCED26 253 7.95e-60 GTGVANAGLV YFNNRLLAMSEDDIL YQVRIT SCDLKTIGCRYDFDGQLESTMIA KVD [ESGELFALSY
25. BjNCED25 253 7.95e-60 GTGVANAGLV YFNNRLLAMSEDDL YQVRIT SCDLKTVGCRYDFDGQLESTMIA KVD [ESGELFALSY
22. BjNCED22 314 7.95e-60 GTGVANAGLV YFNNRLLAMSEDDIL YQVRIT SCDLKTVCRYDFDGQLESTMIA  KVD [ESGELFALSY
16. BjNCED16 234 1.65e-58 GVGVANAGLV YFNNRLLAMSEDDL YQLKLTQTCDLOQTVCRYDFDCQLKSSMIA KLD |[VSKELHALSY
1. BjNCED1 253 4.65e-58 GTGVANAGLV YFNNRLLAMSEDDL YQVRIT DLKTVGRYDFDGQLESTMIA ' KVD [ESGELFALSY
4. BjNCED4 246 1.25e-57 GTGVANAGLV YFNNRLLAMSEDDL YQVRIT SCDLKTVCRYDFNCQLESTMIA KVD [ESGELFALSY
3. BjNCED3 270 1.82e-57 GLGVANAGLV YFNG LLAMSEDDL Y VRVTQTCDLETSGRYDFDGQLKSTMIA KLD [ETRELFALSY
14. BjNCED14 256 2.65e-57 GLGVANAGLV YFNGC LLAMSEDDL ¥ VEKVTQTCDLETSGCRYDFDGQLKSTMIA KLD ETRELFALSY
2. BJNCED2 234 1.75e-55 GVGVANAGLV YFNNRLLAMSEDDI YQLRITQTCDLETVCRYDFECQLKSTMIA KLD |VTKELHALSY
7. BJNCED?7 246 5.78e-55 GTGVANAGLV YFNNRLLAMSEVDL YQVQVT SGDLKTVGRYDFDGQLESTMIA KID |ESGELFALSY
6. BjNCED6 218 9.31e-54 GTGVANAGLV YF DRLLAMSEDDL YQVRVTDDGDLETVCRFDFDGCQLNSAMIA KID |ETKELFALSY
17. BjNCED17 241 3.52e-52 GLGVANTGLI YFNGYLLAMSEDDL VIITQTGCDLRTSCRYDFNCQLKTTMIA KLD |ETGELFALSY
15. BjNCED15 245 2.26e-51 GLGVANTGLI YFNG LLAMSEDDL LIVTQTCGDLKTSCRYDFNCQLKTKMIA KLD |ETRELFALSY
8. BjNCED8 243 2.07e-50 GTGVANAGLV YF DRLLAMSEDDL YQVRVTDNCDLETVCRFDFNRQLNSAMIA KID |ETKELFALSY
24. BjNCED24 241 2.59e-48 GIGLANTSLA FFCNRLFALGESDL YAVRLTDTGDIETIGRFDFDGKLEMSMTA KTD |QTGETFAFRY
21. BjNCED21 243 6.85e-48 GMGVANAGVV YFNGRLLAMSEDDL VKIN DLETIGRFRFDGQIDC VIA KVD |TTGDLHTLSY
23. BjNCED23 247 7.98e-47 GIGLANTSLA FFCNRLFALCESDL YAVRLTESCDIVTICR DFDCKLAMSMTA KTD |ETGETFAFRY
5. BjNCED5 261 9.60e-47 GMGVANAGVV YFNGRLLAMSEDDL VKIN DLETIGRFQFDEQIDC VIA KVD |TTGDLHTLSY
18. BjNCED18 245 1.05e-46 GIGLANTSLA FFCNRLFALCESDL YAVRLTESCDIVTICR DFDCKLCMSMTA  KID |[ETGETFAFRY
10. BjNCED10 240 8.46e-46 GIGLANTSLA FFCDRLFALGESDL YAVRLTETGDIETIGRFDFGCKLAMSMTA  KTD |[QTGETFAFRY
20. BjNCED20 502 1.50e-44 GHGTANTALV Y KLLALSEADK YVVKVLEDGDLOQTLCMMDYDKRLT SFTA4 KVD |TTGEMFTEGY
13. BjNCED13 174 1.50e-44 GHGTANTALV KLLALSEADK YVVKVLEDCDLQTLCMMDYDKRLT SFT3 KVD [TTGEMFTEFGY
12. BjNCED12 218 2.82e-43 GNGTANTSLV LLALQETDK YVIKVLEDGDLOQTLCMIDYDKRLT SFT4 KVD [VTGEMFTFGY
9. BjNCED9 245 4,99e-43 GNGTANTSLI KLLALQETDK YVIKVLEDGDLOQTLCMTDYDKRLT SFT4 KVD |[VITGEMETEGC




2.

E-value: 3.1e-478

bits

25.
22,
26.

14.

[0}

15.

20.
13.
12,

11.
16.
19.
18.

21,

10.

23.
24,

Name

. BiINCED4
. BJNCED7

BjNCED25
BjNCED22
BjNCED26

. BiNCED1

BjNCED14

. BjNCED3
. BINCED6
. BJNCED8

BjNCED15

. BJNCED2

BjNCED20
BjNCED13
BjNCED12

. BJNCED9

BjNCED11
BjNCED16
BjNCED19
BjNCED18

BjNCED21

. BJNCEDS

BjNCED10
BjNCED23
BjNCED24

Start
384
384
391
452
391
391
394
408
356
381

383
372
640
312
356
383
373
372
372
383

381
399
381
385
382

p-value
4.15e-37
8.61e-37
3.31e-36
4.09e-36
1.37e-35
2.01e-35
1.71e-34
1.71e-34
3.95e-33
5.28e-33

8.34e-32
7.24e-31
2.15e-30
2.15e-30
2.73e-30
3.46e-30
6.20e-30
1.23e-29
3.79%e-29
3.28e-28

3.64e-28
1.03e-27
1.40e-27
2.04e-26
1.64e-25

Site Count: 25

Sites
EKVARFGVLD KYAGCDSSEIKWIEA ECFCF
DEVARFGVLD KYAEDSSAIRWIEA ECFCF
EEKVARFGILD KYAADSSEMRWIEA DCFCF
NEVARFGVLD KYAEDSSAIKWIEA CGCFCF
NEVARFGVLD KYAGDSSAIKWIEA GCFCF
EKVARFGILD KYAADSSGIRWIEA DCFCF

NKKSRFGVLD K

AFEDASSMRWIEVEDCFCF

NEKKSRFGVLN KYAKDASSMRWIEVEDCFCF

EKVSRFGILP KNAEDASEMIWVES
EKVSRFGILP KNAEDASEIIWVES

DTFCF
ETFCF

KERSRFGVLN KYARDAASIRWIDVVDCFCF

DEKVSRLGIMP KDATEASEIIWVDS
TEKARFGVLP RYAKDELMIRWFEL
TEKKARFGVLP RYAKDELMIRWFEL
TKKARFGVLP RYAKDELMIKWFEL
TENARFGVLP RYAKDDLMIRWFEL
GEVSRLGIMP KDATEASEIVWVDS
EKVSRLGIMP KDAAEASEVIWVNS
EKVSRLGIMP KDATEASEVIWVNS
GKTPRLGVIP RYAEDESEMRWFEV

EEKMSRFGVLS KQD AGSNINWVDV
EEMSRFGVLS KQD TGSSVNWVDV
RKTPRLGVIP RYAGDDSEMKWFEV
GKTPRLGVIP RYAEGCESEMKWFEV

ETFCF
NCFIF
NCFIF
NCFIF
NCFIF
ETFCF
ETFCF
EIFCF

FNII

DCFCF
DCFCF
FNII
FNII

RKTPRLGVIP RYAGDDSEMOQWFEVLGFNII

MEME na SSC) 22072026 0418

LWNAWEE ETEEVVVIGS
LWNAWEE ETEEIVVIGS
LWNAWEEA ETEEVVVIGS
LWNAWEE ETDEVVVIGS
LWNAWEE ETEEVVVIGS
LWNAWEE ETEEVVVIGS
LWNAWEEA ETDEVVVIGS
LWNAWEEA ETDEVVVIGS
LWNAWES ETDEVVVIGS
LWNAWES ETDEVVVIGS

LWNAWEE DTDEVVVIGS
LWNAWES ETEEVVVIGS
NANAWEEE DEVVLITCRL
NANAWEEE DEVVLITCRL
NANAWEED EEVVLITCRL
NANAWEEE DEVVLITCRL
LWNAWES ETEEVVVIGS
LWNAWES ETEEVVVIGS
LWNAWES ETEEVVVIGS
AINAWDED DGNTIVLIAP

LWNAWEEI TEDGDLVIVV
LWNAWEEI AEDGDPVIVV
AINAWDED DGNAVVLIAP
AINAWDED DGDTIVLIAP
AINAWDEN DGTTVVLIAP
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E-value: 2.8e-515

bits

26.
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Name

BjNCED26
BjNCED22

. BINCED7

4. BJNCED4

-

25
14.
21,
19.

. BJNCED1
. BjNCED5S

BjNCED25
BjNCED14
BjNCED21
BjNCED19

. BJNCED16
. BjNCED11
. BJNCED3
. BJNCED2
. BjNCED15
. BJNCED8
. BJNCED6
. BJNCED13
. BJNCED20
. BJNCED12

. BINCEDS

. BiNCED10
. BiNCED24
. BINCED18
. BJNCED23

2

A

F

@

Start p-value

338
399
331
331
338
346
338
341
328
319

319
320
355
319
330
328
303
258
586
302

329
325
326

332

2.44e-43
2.44e-43
4.33e-43
4.33e-43
1.01e-42
2.41e-41
1.67e-40
7.41e-40
1.35e-39
4.98e-39

4.98e-39
1.79e-37
1.79e-37
1.79e-37
2.25e-36
3.22e-35
3.22e-35
6.60e-30
9.37e-30
3.70e-29

4.03e-29
7.22e-26
1.74e-25
4.78e-25
1.05e-24

DGTKSPDVEI
DGTKSPDVEI
DGIKSPDVEI
DGIKSPDVEI
DGEKSPDVEI
CGTKTRDLDI
DGTKSPDVQI
DGQKSPDVEI
CGKKTRDVDI
DGVKSPELEI

DGVKSPELEI
DGVKSPEVEI
DGQKSPDVEI
DGVKSPEVEI
NGEKSPDVEI
EGEKSPDVEI
EGEKSPDVEI
DGFMHDPVPI
DGIMHDPVPI
DGIMHDPVPI

DGIMHDPVPI
GEKKQRDVFVY
GKKQRDVPVY
GKKQKDVPVF
GNKREKDVPVF

Site Count: 25

DFAIT
DFAIT
DFAIT
DFAIT
DFAIT
DFAIT
DFAIT
DFAIT
DFAIT
DFAIT

DFAIT
DFAIT:
DFAIT
DFAIT:
DFAIT

DFAITENFVVI
DFAITENFVVI
DFAITENFVVI
DFAITENFVVI
DFAITENFVVI
DFAITENFVVI
DFAITENFVVV
DFAITENFVVV
DFAITKNFVVI
DFAITENFVVI

ENFVVI
ENFVVI
ENLVVV
ENFVVI
ENYVVI

B
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DQOVVFKL EMIR GGSPVVYDEN
DQOVVFKL EMIR GGSPVVYDEN
DQOVVFKL EMIR GGSPVVYDKD
DOQVVFKL EMIR GGSPVVYDKE
DQOVVFKLQEMIR GGSPVIYDKE
DOOMVFELSEMIR GGSPVIYDRE
DQOVVFKLQEMIR GGSPVIYDKE
DOQVVFRL EMIR GGSPVVYDEN
DQOMVFKLSEMIW GGSPVIYDRE
DOQVVFELGEMIA GNSPVVFEDGE

DQOVVFKL
DQOVVFKL

EMIA GNSPVVFDGE
EMMA GNSPVVEDGG
DQOVVFRL EMIR GGSPVVYDKN
DQQOVVFKLCGEMMA GNSPVVEFDGD
DQOVVFRLTEMVR GGSPVVYDKK
DQOVVFKLSDMFL GKSPVEYDGE
DQOVVFKLSDMFL GKSPVKYDGE

YAIFMDL M FR KEMVK ERKKMVYSFDP
AIFMDL M FR KEMVK EKEMVYSFDP
'SIFMDL T FR KEMVK EKKMLYSFDP

YAIFMDL M FR EEMVK EKEMIYSFDP
AIFAEIQIVMRMNVMDL VLEGGSPVAA
TIFAEIQIVMRMNIMDL VLEGGSPVGA
AIFSEIQIKMRMDSMLE GGSPVGADNG
AIFSEIQIRMRMDSMLE GGSPVGADNG



4.

E-value: 9.4e-408

Site Count: 22

25.
22.

BjNCED25
BjNCED22

4. BJNCED4

26.

19.
11.

16.

14.
17.
15.
21.

24.
18.

23.
10.

. BjNCED1

BjNCED26

. BJNCED7

BjNCED19
BjNCED11

. BjNCED2

BjNCED16

. BJNCED3

BjNCED14
BjNCED17
BjNCED15
BjNCED21

. BJNCEDS8
. BJNCED6
. BJNCEDS

BjNCED24
BjNCED18

BjNCED23
BjNCED10

173
172
172

208
194
179
183
181
181
156
199
178
182

184
177

6.70e-38
6.70e-38
6.70e-38
6.70e-38
5.70e-35
6.70e-35
9.49e-35
9.4%e-35
9.49e-35
1.80e-34

3.92e-34
4.55e-34
5.26e-33
1.25e-32
4.62e-32
5.81e-32
5.81e-32
2.23e-31
2.57e-23
3.69e-23

6.12e-23
1.78e-22

KFEDGSASYA CRFTQTNRFIQERQL
KFEDGSASYA CRFTQTNRFIQERQL
KFEDGSASYA CRFTQTNRFIQERQL
KFEDGSASYA CRFTQTNRFIQERQL
KFEDGSASYA CRFTQTNRFIQERQL
KFEDGLASYA CRFTQTNRFIQERRM
KITNGSASYA CRFTKTERLIQEKRL
KITNGSASYA CRFTKTERLIQEKRL
KITNGSASYA CRFTKTERLIQEKRL
KISNGSASYA CRFTETERLIQEKRL

RFNNGSVSYS
RFNNGSVSYS
RFNNGSVSYS
RFNNGSVSYS
IGSDNRVSYS
KISDGDASYS
KITNGDASYS
IGSDNQVSYS
RIRNGKATLC
RIRDGKATILC

RIRDGKATLC
RIRNGKATLC

CRFTETNRYVQEREL
CRFTETNRFVQEREL
CRFTETNRLVQEREL
CRFTETNRFVQERE

CRYTKTNRLVQEAEL
CRFTETERLVQEKRL
CRFTETERLVQEKRL
CRYTKTNRLVQEAEL
SRFVKTYKYNVEKQN

SRYVKTYKYNVEKQT!

SRYVKTYKYNVEKQT
SRYVKTYKYNVENQN

PRI B IR EPD
EEEEEEEREE

RS’
RS’
RSIF
RSVF
R VF
S IF
S IF
RSVF
A VI
S VI

5§

T VI
A VI

V

EL
EL
EL
EL
EL
EL
EL
EL
EL
EL

EL
EL
EL
EL
EL
EL
EL
EL
NVFSCFN
NVFSCFN

NVFSGFN
NVFSCFEN

'|1

t% N
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29

HTGIARLMLF
HTGIARLMLF
HTGIARLMLF
HTGIARLMLF
HTGIARLMLF
HTGIARLMLF
HSGIARLMLF
HSGIARLMLF
HSGIARLMLF

> HSGIARLMLF

HLGIAKLMLF
HLGIAKLMLF
HLGIAKLMLF
HLGIAKLMLF
HSGLARLALF
HSGIARLMLF
HTGIARLMLF
HSGLARLALF
VTASVARGAL
VPASMARGAT

VPASMARGAL
VTASLARGAL



5.

E-value: 2.4e-582

bits

IS

15.

19.

11.
21.

10.
23.
18.

24,
13.
20.

. BJNCED6
26.
. BJNCED7
. BjNCED4
. BjNCED8
22.
14,
. BJNCED3
25.
16.

BjNCED26

BjNCED22
BjNCED14

BjNCED25
BjNCED16

BiNCED15

. BjNCED1

BjNCED19

. BjNCED2

BjNCED11
BiNCED21

. BiNCEDS

BiNCED10
BjNCED23
BiNCED18

BjNCED24
BjNCED13
BjNCED20

465
475
453
453
454
464
482
459
463
461

460
394

4.78e-51
2.91e-50
6.24e-50
6.24e-50
1.04e-49
1.27e-48
3.21e-47
3.21e-47
3.82e-47
7.58e-47

4.50e-46
5.25e-46
7.15e-46
4.22e-45
8.51e-44
6.35e-42
1.28e-41
4.10e-35
8.55e-34
8.55e-34

2.17e-33
4.92e-27
1.60e-26

Site Count: 23

RTIIPGSVQOM NLEA(
PIISDGEEQV NLEA
TRRPIISDGV NLEA!
PIISDGEEQV NLEA
RTIIPGSVQOM NLEA
TRRPIIDHQV NLEA!
TRRPVISEEL NLEA!
TRRPVISEQL NLEA!
PIISDGEEQV NLEA
TRRALLDDEV NLEIL

RRPVIISQQIL NLEA
PIISDGDQQV NLEA!
TRRALLDDEV NLEI
TROALLDEEV NLEI
TRRAMLVDEV NLEI
SNREKVIVTGM NLEA!
SNRKVLVTGM NLEA!

MVNRNLL
MVNRNML
MVNRNRL
MVNRNRL
MVNRNRL
QVNONFL
QVNRNFL

IVITRHPISSR NLDFAVIN AFL
IVTRHPISAR NLDFAVIN AFV
IVTRHPISAR NLDFAVIN AFV

IVTRHPISAR NLDFAVIN AFL

SASQKKLSPS AVDF
SASQKKLSAS AVDF

RINECYT
RINESYT

RKTRYAVLAIAE W KVS
RKTRYAYLALAE W KVS
RKTRFAYLALAE W KVS
RKTRFAYLALAE W KVS
REKTRYAYLAIAE W KVS
RRTRYAYLALAE W KVS
RKTRFAYLALTE W KVS
RKTRFAYLALTE W KVS
RKTKFA'LALAE W KVS
RKTREVFLAIAE W KVS
RKTRFAYLAITE W KVS
RKTKFAYLALAE W KVS
RKTRFAFLAIAD W KVC
RKARFAFLAIAD W KVS
RETRFAFLAIAD W KVS
RKTRFVYLAIAD W RCS
RKTRFVYLAVAD W RCS
RRSRYVYAAICD M KIS
RRSRYVYAAICD M KIS
RRSRYVYAAI-D M KIS

RSRYVYAAICD M KIS
KKQRYVYGTILDSIAKVT
KKQRYVYGCTILDSIAKVT

FAKVDLST
FAKVDLFT

FAKVDLFTC

FAKVDLFT
FAKVDLST
FAKVDLFT
FAKVDLST
FAKVDLST
FAKVDLST
FAKVDLFET

FAKVDLSD
FAKVDLAT
FAKVDLCT
FAKVDLFT
FAKVDLVT
IAKVDLEN
IAKVDLEN
VVKLDVSK
VVKLDVTR!
VVKLDVTR!/

EVENHFYGDK
EVEKHLYGDD
EVRKYLYGGD
EVKKYLYGGD
EVENHFYGGK
EVEKHLYGDG
EVQRYIYGDG
EVRRYIYGSG
EVERHLYGEN
EIEKYIYGGE

DVQKYIYGDG
EVKKHLYGDD
KIEKYIYGGE
DIRKKYVYGSE
EIEKYVYGDG
TVIEFKYGPG
TVIQFKYGPG
DRDDFTVARR
DRDDCTVARR
DRDDCTVARR

'VVKLDVSKG DRDDCTVARR
IIKFDL AE AETGKEILEV
IIKFDL AE AETGKRMLEV



6.

E-value: 9.2e-497

bits

forzo

19.
16.
17.
14.
. BJNCED3
. BiNCED8
. BJNCED®6

15.
13

26.
25.
22.

1
2
3

Name

BjNCED19
BjNCED16
BjNCED17
BjNCED14

BjNCED15
BjNCED11

. BJNCED2

BjNCED26
BjNCED25
BjNCED22

. BJNCED7

4. BjNCED4

21.

24,
10.

23.
18.
13.

12,

. BJNCED1

BjNCED21

. BINCED5S

BjNCED24
BjNCED10

BjNCED23
BjNCED18
BjNCED13

. BJNCED9

BjNCED12

g

-

Start
129
129
136
151
165
138
113
140
130
129

148
148
209
141
141
148
137
155
135
134

141
139

70
141
155

= o ] Vg

©

~ © o

p-value
6.34e-37
6.34e-37
6.40e-35
6.40e-35
6.40e-35
3.49e-34
3.4%e-34
4.88e-34
4.88e-34
4.88e-34

1.90e-33
1.90e-33
1.90e-33
1.90e-33
1.90e-33
1.90e-33
1.62e-32
3.48e-32
2.28e-29
2.28e-29

2.72e-29
2.72e-29
3.86e-29
2.51e-28
9.65e-22

CLDVEGTIPD
CLDVEGTIPD
NLPVTGTLPE
NLPVTGTVPE
NLPVTGTLPE
SLSVTGKIPD
SLSVTGKIPD
NLPVTGTLPE
FLTVEGTIPD
FLPVEGTIPD

NLPVVGTIPD
NLPVVGKIPD
NLPVVGKIPD
NLPVVGKIPD
NLPVVGKIPD
NLPVVGKIPD
GLEVVGQIPP
GLEVIGNIPP
CEIIHGSLPP
CEIIHGSLPP

CQIIHGSLPP
CEIIHGSLPP
LPVVHGFLPE
DLHVHGFLPE
DLPVHGFLPE

Site Count: 25

CIQ
CIQ
CIQ
CID
CID

CIQG

SID
SID

SIK
SIK
SIK
SIK
SIK
SIK
CLR
CLR
SLD
SLD

SLN¢
SLN
CLN
CLN
CLN

R
=
2
2

g e e

=1

222322

ISG

AEEEIS5553

w

VA

VACY

LFD
LFD
LFD
LFD
LFD
LFD
LFD

FFD
FFD
FFD
FFD
FFD
FFD
LFD
LFD
LFD
LFD

LW I

=~

[ 08 = = B = B e B = = = W |

[ B - - 0 e I

MEME na SSC) 22072026 0418

M VHAVKITNGS
M VHAVKISNGS
M VHAVRFNNGS
M IHAVRFNNGS
M VHAVRFNNGS
M VHAVKISDGD
M VHAVKITNGD
M VHAIRFNNGS
M VHAIKITNGS
M VHAVKITNGS

M VHAVKFEDGS
M VHAVKFEDGS
M VHAVKFEDGS
M VHAVKFEDGL
M VHAVKFEDGS
M VHAVKFEDGS
M THAVSIGSDN
M IHAVSIGSDN
M LHAIRIRNGK
M LHATIRIRNGK

M LHATRIRDGK
M LHAIRIRDGK
M THAVRIEKDGK
M IHGVRIKDGK

DLK GIFGLLMANM



7.

E-value: 2.2e-409

bits

26.
25.
22.

A 0N BN

19.

16.
11

14.
15.
24.
23.
18.
10.

Name

BjNCED26
BjNCED25
BjNCED22

. BjNCED7
. BjNCED4
. BjNCED1
. BjNCED2
. BjNCEDS8
. BjNCED6

BjNCED19

BjNCED16
BjNCED11

. BjNCED3

BjNCED14
BjNCED15
BjNCED24
BjNCED23
BjNCED18
BjNCED10

. BJNCED5
21.
13:
12.
20.

BjNCED21
BjNCED13
BjNCED12
BjNCED20

Start
561
560
619
552
555
560
543
552
527
545

547
544
577
563
552
557
560
558
556
567
549
495
541
823

p-value
6.42e-35
6.42e-35
6.42e-35
6.42e-35
6.42e-35
6.42e-35
1.16e-33
3.55e-33
3.55e-33
2.09e-32

2.09e-32
2.05e-31
2.75e-31
4.82e-31
8.26e-31
1.41e-27
1.41e-27
1.41e-27
1.41e-27
5.06e-26
9.00e-26
7.75e-25
9.77e-25

1.23e-24

Site Count: 24

Sites
HDEMTWESEL QIVNAVSLEVEATVKL
HDEKTWKSEL QIVNAVSLEVEATVKL
HDEMTWKSEL QIVNAVSLEVEATVKL
HDEMTWKSEL QIVNAVSLEVEATVKL
HDEETWKSEL QIVNAVSLEVEATVKL
HDEMTWTSEL QIVNAVSLEVEATVKL
HDEEKETSVL QIINAVNLKLEATIKL
HDEESWKSEL QIVNAVTLELEATIKL
HDEEGWKSEL QIVNAVTLELEATIKL
HDEEKETSEL QIINAVNLTLEATIKL

HDEEKETSEL QIINAVNLTLEATIKL
HDEEKETSEL QIIDAVDLKLEATIKL
HDEENVKSEL QIINAVCLKLEATVTL
HDEENVRSEL QIINAGSLKLEATVTL
HDEEKVEKSEL QIINTVNLKLEATVTL
EVAGESKFLV MDAKS ELEIVAAVRL
EVAGESKFLV MDAKS ELEIVAAVRL
EVAGESKFLV MDAKS ELEIVAAVRL
EVSGESKFLV MDAKS ELEIVAAVRL
RDEERDESEF VVVDASEMKQVAAVRIL
RDEERDESEF VVVDASDMKQVAAVRL
ENTGKSCVNV IDAKTMSAE VAVVEL
ENTGKSCVNV IDAKTMSSE VAVVEL
ENTGKSCVNV IDAKTMSAE VAVVDL

SRV
SRV
SRV
SRV
SRV
SRV

SRV Y

SRV
SRV
SRV

SRV
SRV
SRV
SRV
SRV
RRV

RRV

RRV
RRV
ERV
ERV

RV

RV

RV

"1"1"1"1"1"1"11"1"1"14

L T I I T I I T B L |

GF

TFI
TFI
TFI
TFI
TFI
TFI GASDLANQV
TFV DSSELVDQV
TFV NSADMLNQA
TFV NSADMLNQA
TFV DSSELVDQA

TFV DSSELVDQS
TFV DASELVDQV
TFI SNEDLLEKQAL
TFI SNEDLLEKQATL
TFM SNDDLMNQAT.
LFV KESDVNKL
LFV KESDLNKL
LFV KESDLNKL
LFV KESDI

TFV SENQLEKEQV

TFV SENQLKEQI

F AFFV TEEQLQEQTL

GFALFV TEEQLQEQTL

F AFFV TEREIQMEAT.



8.

E-value: 4.4e-364

bits

18.
20.
13.
10.
. BiNCED9
12.

. BINCED4
. BINCED26
. BINCED25
. BINCED7
. BINCED17
. BINCED15
. BINCED14
. BiNCED3

. BjNCED22
. BJNCED1

. BJNCED19
. BINCED16
. BjNCED11
. BJNCED8
. BINCED6
. BjNCED21
. BINCEDS
. BINCED2
. BJNCED24
. BINCED23

BjNCED18
BjNCED20
BjNCED13
BjNCED10

BiNCED12

128
172
111

92
92
93
101
76
100
118
92
97
103

101
347
31
96
103
117

Site Count: 26

—

L

=~

«"g"g ] 2

9.72e-36 EGLLVSHERQ L
1.33e-34 EGFLVSHERQ T,
1.33e-34 EGFLVSHERQ L
7.04e-34 EGFLVCHERQ L
6.26e-33 NAMVSYERRH L
6.26e-33 NAIVSHERRH T
1.87e-32 NAMVSHERRR T
1.87e-32 KAMVSHERRR L
1.37e-31 EGFLVSHERQ L
1.65e-31 EGFLVSHERQ L
6.36e-28 ERVLISREQD T L KTAD
6.36e-28 ERALISREQD T L KTAD
4.04e-27 ERALISHEKD T LSKTAD
4.52e-27 EAALLSRERS Q L KTVD
4,52e-27 EAALLSRERS Q L KTIVD
5.04e-27 SSLVFPMEQN L 'K TD
5.04e-27 SSLVVPMEQN LPKPTD
1.13e-25 ERALISHEEN T LSKTAD
5.12e-22 VEDVINTFID SR SVD
3.10e-21 MEEVINTFID SR SVD
3.10e-21 MEEVINTFID SR SVD
3.86e-21 LIDLVERVVV KLM DASIL
3.86e-21 LLDLVERVVV KLM DASL
5.97e-21 VEDIINTFID SR SVD
2.65e-20 LIDLLEALVV KLM DASL
4.31e-20 LIDLLESLLV KIM DTSL

N

L 28

&

NFA

NFA

NFA

NFA

NFF

NFF

NFF

NFF

NFA

NFA
RIQIACNYF
RIQIACNYF
SVQIACNYF
R QISCNYA
R QISCNYA
SIQLSGNFA
SIQLSCNFA
SVQIAGCNYF
K VLSCNFA
K VLSDNFA
K VLSDNFA
L YLSGNFA
L YLSCNFA
K VLSDNFA
L YLSCNFA
LNYLSCNFA

VNEQ
VNEQ

V EF VRECL
V EF VRECL
VSEC VRQFL
V EQSVKSSL
V EQSVKSSL
VNEC VQONCL
VNEC VQONCL
VSEL VRQFL
VLDEL TEC
VLDEL TEC

VLDEL
VRDET
VRDET
VLDEL
LRDET
LRDET

TEC

MEME na SSC) 22072026 0418

PVVGKIPDSI
PVVGTIPDSI
PVVGKIPDSI
PVVGKIPDSI
PVTGTLPECI
PVTGTLPECI
PVTGTVPECI
PVTGTLPECI
PVVGKIPDSI
PVVGKIPDSI

DVEGTIPDCI
DVEGTIPDCI
TVEGTIPDSI
SVTGKIPDCI
SVTGKIPDCI
EVVGQIPPCL
EVIGNIPPCL
PVEGTIPDSI
EIIHGSLPPS
QIIHGSLPPS

EIIHGSLPPS
LPVVHGFLPE
LPVVHGFLPE
EITHGSLPPS
LHVHGFLPEC
LPVHGFLPEC



9.

E-value: 2.4e-328

Name

26. BjNCED26
4. BJNCED4
25. BjNCED25
22. BjNCED22
14. BjNCED14
8. BJNCEDS8
6. BjNCED6
1. BjNCED1
7. BJNCED7
15. BjNCED15

11. BjNCED11
2. BJNCED2
19. BjNCED19
16. BjNCED16
3. BjNCED3
5. BjNCEDS5
21. BjNCED21

Start p-value

427
420
427
488
430
417
392
427
420
419

409
408
408
408
444
438
420

2.42e-36
2.42e-36
4.23e-36
7.77e-36
3.62e-35
6.57e-35
6.57e-35
6.57e-35
1.09e-33
1.69e-33

1.69e-33
1.69e-33
1.88e-33
1.88e-33
2.98e-33
2.22e-27
5.51e-26

EEPETEEVVV
EEPETEEVVV
EEAETEEVVV
EEPETDEVVV
EEAETDEVVV
ESPETDEVVV
ESPETDEVVV
EEPETEEVVV
EEPETEEIVV
EEPDTDEVVV

ESPETEEVVV
ESPETEEVVV
ESPETEEVVV
ESPETEEVVV
EEAETDEVVV
AEDGDPVIVV
TEDGDLVIVV

Site Count: 17

SCMsS
SCMs
SCMsS
SCMsS
SCMT
SCMN
-SCMN

|

& & ”

MEME na SSC) 22072026 0418

-3
N

DSIFNESDENLKSVLSEIRLN LRTGESTRRP
DSIFNESDENLKSVLSEIRLN LRTGESTRRP
DSIFNESDESLRSVLSEIRLN LRTGESTRRP
DSIFNESDESLQSVLSEIRLN LRTGESTRRP
DSIFNE DETLQSVLSEIRLN LRTGESTRRP
ADSIFNECDEQLNSVLSEIRLN LKTGKSTRRT
ADSIFNECDEQLNSVLSEIRLN LKTGKSTRRT
DSIFNESDENLKSVLCEIRLN LRTGESTRRP
DSIFNESNENLESVLSEIRLN LRTGESTRRP
DSVFNE DETLESVLSEIRLN LKTGESTRRP

ADSIFNERDESLKSVLTEIRIN LRTRESTRRA
ADSIFNERDESLKSVLTEIRIN LRTRESTRQOA
ADSIFNERDESLRSVLTEIRIN LRTREATRRA
ADSIFNERDESLRSVLTEIRIN LRTREATRRA
NSIFNE DETLESVLSEIRLN LKTGESTRRP
DTIFSESGE TRIELTEIRLN LRTKESNRKV
DTIFSESGE TRIELTEIRLD LRTKESNRKV



10.

E-value: 3.1e-264

bits

26.
22.

14.
25.
11.

=

Name

. BJNCED?7

BjNCED26
BjNCED22

. BjNCED1

BjNCED14
BjNCED25
BjNCED11

. BjNCED2

BjNCEDS8
BjNCED6

. BJNCED3

4. BjNCED4

19.
16.
15.
24,
10.
18.
21,

23.
13.
12.

20.
17.

BjNCED19
BjNCED16
BjNCED15
BjNCED24
BjNCED10
BjNCED18
BjNCED21

. BJNCED9

BjNCED23
BjNCED13
BjNCED12

. BjNCEDS

BjNCED20
BjNCED17

Start

310
317
378
317
320
317
299
298
307
282

334
310
298
298
309
304
303
308
307
308

310
237
281
325
565

9

Site Count: 26

p-value
7.89e-27
1.65e-26
1.65e-26
3.88e-26
1.74e-25
8.8%e-25
1.38e-24
1.38e-24
5.45e-24
5.45e-24

2.63e-23
3.04e-23
5.85e-23
5.85e-23
1.84e-20
7.13e-18
7.13e-18
1.24e-17
1.34e-17
1.70e-17

7.77e-17
8.37e-17
8.37e-17
9.02e-17
1.75e-16
4.03e-10

MEME {no SSCW 2207202604116

Ite:
LFALSYDVVS K YLKYFRFS DGIKS DVEI NLDQPTMMHD
LFALSYDVVS K YLKYFRFS DGTKS DVEI NLEQPTMMHD
LFALSYDVVS K YLKYFRFS DGTKS DVEI NLEQPTMMHD
LFALSYDVVS K YLKYFRFS DGEKS DVEI QLDQPTMMHD
LFALSYDVVS K YLKYFRFSSDGQKS DVEI PLDQPTMIHD
LFALSYDVVS K YLKYFRFS DGTKS DVQI QLDQPTMMHD
LHALSYDVVR K YLKYFRFS DGVKS EVEI PLETPTMIHD
LHALSYDVVR K YLKYFRFS DGVKS EVEI PLETPTMIHD
LFALSYDVVK K YLKYFRFS EGEKS DVEI PLASPTMMHD
LFALSYDVVK K YLKYFRFS EGEKS DVEI PLASPTMMHD

LFALSYDVVS K YLKYFRFASDGQKS DVEI PLDQPTMIHD
LFALSYDVVS Q FLKYFRFS DGIKS DVEI NLDQPTMMHD
LHALSYDVVK K YLKYFRFS DGVKS ELEI PLETPTMIHD
LHALSYDVVK K YLKYFRFS DGVKS ELEI PLETPTMIHD
LFALSYDVVS K YLEKYFRFTSNGEKS DVEI PLDGPTMIHD
ETFAFRYSPV  FLTFFRFDSTGKRQRDV V YSLTSPSFVH
ETFAFRYGPV = FLTFFRFDSTGKRKQRDV V YSLTSPSFVH
ETFAFRYGPV  FLTFFRFDSTCKRKQKDV V FSMTSPSFLH
LHTLSYNVLK K " LKYLKFDTCGKKTRDVDI TLEQPTMIHD
EMFTFGCSPM YLTYRVISKDGIM D V I TISKPVMMHD

ETFAFRYGPV  FLTFFRFDSTGNRREKDV V FSMTSPSFLH
EMFTFGYSQT YLTYRVISEDGFM'D V I TISEPIMMHD
EMFTFGYSHM @ YLIYRVISKDGIM'D V' I TISEPIMMHD
LHTLSYNVLK K " LRKYLKFDTCGTKTRDLDI TLEQPTMIHD
EMFTFGYSQT YITYRVISEDGIM D V I TISEPVMMHD

MASTSSAS R 'LKSLSFSSSSTLRNKK T PCSVSYPVNK



